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ENTERED 



3 <110> APPLICANT: RONSIN, CHRISTOPHE 

4 SCOTT, VERONIQUE 

5 TRIEBEL, FREDERIC 

7 <120> TITLE OF INVENTION: PEPTIDE COMPOUND DERIVED FROM -A SHIFTED QRF OF THE ICE. 

8 GENE 

10 <130> FILE REFERENCE: 065691-0263 
12 <140> CURRENT APPLICATION NUMBER: 10/019,219 
C--> 13 <141> CURRENT FILING DATE: 2002-05-15 

15 <150> PRIOR APPLICATION NUMBER: PCT/FROO/01791 

16 <151> PRIOR FILING DATE: 2000-06-27 

18 <150> PRIOR APPLICATION NUMBER: FR 99/08224 

19 <151> PRIOR FILING DATE: 1999-06-28 
21 <160> NUMBER OF SEQ ID NOS : 8 

23 <170> SOFTWARE: Patentln Ver. 2.1 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 162 

27 <212> TYPE: PRT 

28 <213> ORGANISM: Homo sapiens 
30 <400> SEQUENCE: 1 
31 
32 
34 
35 
37 
38 
40 
41 
43 
44 
46 
47 
49 
50 
52 
53 
55 
56 
58 
59 

61 Ser Arg 

64 <210> SEQ ID NO: 

65 <211> LENGTH: 9 

66 <212> TYPE: PRT 
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67 
69 
70 
71 



<213> ORGANISM: Homo sapiens-. 
<400> SEQUENCE: 2 

Ser Pro Arg Trp Trp Pro Thr Cys Leu 



1 . . 5 



74 <210> SEQ ID NO: 3 

75 <211> LENGTH: 521 

76 <212> TYPE: DNA 

77 <213> ORGANISM: Homo sapiens 

79 <400> SEQUENCE: 3 

80 acggtggtgc gcttgttttt ggcatggctt ccttgtatga tggttccatg ctggctgcct 60 

81 tggagaacgt ggtggtggtc atcatccagt accgcctggg tgtcctgggc ttcttcagca 120 

82 ctggagacaa gcacgcaacc ggcaactggg gctacctgga ccaagtggct gcactacgct 180 

83 gggtccagca gaatatcgcc cactttggag gcaaccctga ccgtgtcacc atttttggcg 240 

84 agtctgcggg tggcacgagt gtgtcttcgc ttgttgtgtc ccccatatcc caaggactct 300 

85 tccacggagc catcatggag agtggcgtgg ccctcctgcc cggcctcatt gccagctcag 360 

86 ctgatgtcat ctccacggtg gtggccaacc tgtctgcctg tgaccaagtt gactctgagg 420 

87 ccctggtggg ctgcctgcgg ggcaagagta aagaggagat tcttgcaatt aacaagcctt 480 

88 tcaagatgat ccccggagtg gtggatgggg tcttcctgcc c 521 

91 <210> SEQ ID NO: 4 

92 <211> LENGTH: 30 

93 <212> TYPE: DNA 

94 <213> ORGANISM: Artificial Sequence 

96 <220> FEATURE: 

97 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

99 <400> SEQUENCE: 4 

100 cccaagcttg gtgaatagca gcgtgtccgc 30 

103 <210> SEQ ID NO: 5 

104 <211> LENGTH: 30 

105 <212> TYPE: DNA 

106 <213> ORGANISM: Artificial Sequence 

108 <220> FEATURE: 

109 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

111 <400> SEQUENCE: 5 

112 tgctctagaa gggagctaca gctctgtgtg 30 
115 <210> SEQ ID NO: 6 

116~<211> LENGTH: 1680 

117 <212> TYPE: DNA 

118 <213> ORGANISM: Homo sapiens 

120 <220> FEATURE: 

121 <221> NAME/KEY: CDS 

122 <222> LOCATION: (1)..(1677) 

124 <400> SEQUENCE: 6 

125 atg egg ctg cac aga ctt cgt gcg egg ctg age gcg gtg gec tgt ggg 48 

126 Met Arg Leu His Arg Leu Arg Ala Arg Leu Ser Ala Val Ala Cys Gly 

127 1 5 10 15 

129 ctt ctg ctg ctt ctt gtc egg ggc cag ggc cag gac tea gec agt ccc 96 

130 Leu Leu Leu Leu Leu Val Arg Gly Gin Gly Gin Asp Ser Ala Ser Pro 

131 20 25 30 

133 ate egg acc aca cac acg ggg cag gtg ctg ggg agt ctt gtc cat gtg 144 
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